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A B S T R A C T

Human milk is universally recognized as the preferred food for infants during the first 6 mo of life because it provides not only essential and conditionally
essential nutrients in necessary amounts but also other biologically active components that are instrumental in protecting, communicating important
information to support, and promoting optimal development and growth in infants. Despite decades of research, however, the multifaceted impacts of
human milk consumption on infant health are far from understood on a biological or physiological basis. Reasons for this lack of comprehensive
knowledge of human milk functions are numerous, including the fact that milk components tend to be studied in isolation, although there is reason to
believe that they interact. In addition, milk composition can vary greatly within an individual as well as within and among populations. The objective of
this working group within the Breastmilk Ecology: Genesis of Infant Nutrition (BEGIN) Project was to provide an overview of human milk composition,
factors impacting its variation, and how its components may function to coordinately nourish, protect, and communicate complex information to the
recipient infant. Moreover, we discuss the ways whereby milk components might interact such that the benefits of an intact milk matrix are greater than
the sum of its parts. We then apply several examples to illustrate how milk is better thought of as a biological system rather than a more simplistic
“mixture” of independent components to synergistically support optimal infant health.
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Text Box 1
Core concepts and terms.

� In the context of this paper, “ecology” is defined as a complex biological system and its interactions with its environment. In this case, the complex system is
human milk composition and its inherent biology, and the environment consists of parental and infant inputs and the influence of their respective internal and
external environments.

� With due recognition of the need to be observant of issues of gender identity/neutrality and to improve precision, to the extent possible, for the purposes of the
papers described herein, we will use gender-neutral terminology where appropriate (e.g., lactating parent or person, etc.) to reflect the reality that not all who
lactate identify as female. The term “lactating parent” respects and recognizes those who may have been born as female but do not identify as such and other
gender-relevant contingencies. In situations where primary data are reported (studies or analyses), we will refer to the population as specified (e.g., “the study
evaluated 250 lactating mothers”). Moreover, rather than using terms such as “maternal” or “maternal milk,” we will use the terms such as “birthing parent”
throughout the report as appropriate as they accurately reflect the biological nature of the birthing parent-infant dyad.

� “Human milk” refers to milk produced by lactating parents and includes both 1) breastmilk produced by a parent for their infant and fed directly to infants via
the breast or expressed by the lactating parent and then fed to the infant and 2) donor or banked human milk produced by lactating persons that is either
donated to human milk banks or fed to infants other than their own child.
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Introduction

The “Breastmilk Ecology: Genesis of Infant Nutrition (BEGIN)”
Project was designed to 1) examine the ecology of human milk, based
on the supposition that human milk represents a complex biological
system that interacts with both the internal (biology and health of the
lactating person, human milk matrix, and impact of and on the
breastfed infant) and external (social, behavioral, cultural, and phys-
ical) environments (see Text Box 1 for core concepts and terms); 2)
explore the functional implications of this ecology for both biological
parent and their infant; and 3) explore the ways in which this emerging
knowledge can be studied and expanded via a targeted research agenda
and translated to support the community’s efforts to ensure safe, effi-
cacious, equitable, and context-specific infant feeding practices in the
United States and globally.

The overarching conceptual framework and description of the
Project are presented in the BEGIN executive summary, the first of 6
manuscripts of this supplement [1]. We hope that the subsequent
manuscripts in this supplement presenting the findings of all of the
individual thematic BEGINWorking Groups (WGs) are read as a series
that represents a continuum of thought reflecting a larger conceptual
view of how we can move this important research and public health
agenda forward.

Specifically, the BEGIN Project was accomplished via the consti-
tution of 5 thematic WGs charged with addressing the following
themes: 1) parental inputs to human milk production and composition;
2) the components of human milk and the interactions of those com-
ponents within this complex biological system; 3) infant inputs to the
matrix, emphasizing the bidirectional relationships associated with the
breastfeeding dyad; 4) the application of existing and new technologies
and methodologies to study human milk as a complex biological sys-
tem; and 5) approaches to translation and implementation of new
knowledge to support safe and efficacious infant feeding practices. This
paper represents the results of the deliberations of WG 2.

A Conceptual Framework: “Nourish, Protect,
Communicate”

Human milk is a remarkable consequence of selective evolutionary
pressures combined with short- and long-term exposures that collec-
tively provide a context-specific, complete, and complex diet during
early life. Although human milk certainly delivers highly bioavailable
macronutrients and micronutrients, it provides much more than nour-
ishment. Indeed, milk also delivers other biologically active compo-
nents such as immunoglobulins, peptides, hormones, leukocytes,
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microbes, complex carbohydrates, milk fat globule membranes
(MFGMs), and intracellular vesicles that individually and coordinately
support, protect, and guide infant growth and development. Moreover,
human milk delivers many of these biomolecules in the form of
complex, supramolecular structures that synergistically nourish, pro-
tect, and communicate information to the infant. These overarching and
overlapping functions (i.e., nourish, protect, and communicate) of
human milk components are illustrated simplistically in Figure 1.

Perhaps the best understood function of human milk is delivering
nutrients that provide energy and are basic building blocks needed for
growth and development—in other words, human milk nourishes the
infant. These nutrients are generally categorized as essential, condi-
tionally essential, or nonessential based on whether they must be
consumed from the diet. In addition to the classic nutrients and
nutrient-like components, however, milk contains many immunologi-
cally active elements (including host cells) that directly and indirectly
protect the infant during critical windows of immune system devel-
opment. Milk also contains a host of potentially important proteins,
peptides, complex lipid and glycan structures, and microbes that may
contribute to infant health via colonizing the gastrointestinal (GI) tract,
producing useful metabolites, and communicating important informa-
tion to the infant about endemic microbial conditions.

Historically, individual researchers have tended to study 1 or 2
minerals, a set of related vitamins, or a particular type of macronu-
trient or macromolecule. Although this reductionist approach helped
classify nutrients into elementary functional categories in the 19th
and 20th centuries, facilitate the prevention and cure of nutrient
deficiency diseases in the mid-20th century, and provide necessary
fundamental knowledge related to human milk composition and its
impact on infant health, this approach does not adequately address the
complexity of human milk biomolecules that synergistically target
multiple complex systems in the infant. A systems biology approach
using the lens of ecology, combined with the diverse toolsets and
multidisciplinary methods, offers a more fruitful opportunity to
identify mechanisms driving variation in milk components and their
effect on infant health.

In this report, we first briefly review human milk composition and
its importance in nourishing, protecting, and communicating complex
information to the infant. In this section, we also highlight some of the
many research questions that need to be addressed to understand the
impacts of milk components (both independently and synergistically)
on infant health and wellbeing. We then provide a framework by which
human milk components can be thought of as interacting within both
the milk matrix and broader ecosystem such that “the whole is greater



FIGURE 1. Human milk constituents provide myriad
benefits to infants, including nourishment (supporting
physical growth, development, and metabolism), commu-
nication (relaying complex information as to how to best
thrive in a particular environment and culture and with a
specific genetic background), and protection (shielding the
infant from infection and supporting the infant when the
infant’s immune system is naive). Whereas some compo-
nents have a single function, most play multiple roles.
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than the sum of its parts.” The reader is directed to other WG reports in
this series for more detailed information on factors impacting variation
in milk composition [2, 3], optimal study designs for exploring milk as
a biological system [4], and a translational framework tailored to
human lactation and infant feeding [5].

Overview of Milk Components, Variation, and
Importance to Infant Health

Many human milk components are highly variable and dynamic,
and this fact can confound attempts to describe their functions scien-
tifically. Moreover, there is growing evidence that what is typical in
terms of milk composition varies across regions and cultures [6, 7] and
that these differences (some of which likely resulted from selective
pressures [8]) might be important for infant survival and wellbeing.
This concept of a variable “normal”milk composition to support health
in a particular ecology has been referred to as eco-homeorhesis [9],
which we use throughout this manuscript. The term eco-homeorhesis
describes customized adjustments of homeostasis in a dynamic sys-
tem to maximize health and/or fitness within a particular ecosystem.
Eco-homeorhesis differs from homeorhesis, which describes adjust-
ments of homeostasis to support a particular physiologic state such as
pregnancy or lactation [10]. When studying milk as a biological sys-
tem, it is therefore critical to consider shifts in normal milk composition
that may occur in response to the ecosystem (eco-homeorhesis) and
also in response to the process of lactation (homeorhesis). We posit that
the concept of eco-homeorhesis is particularly pertinent to under-
standing variation in human milk composition, especially across
geographic locations and cultures. Indeed, there may not be a
one-size-fits-all construct for human milk composition, with
eco-homeorhetic differences contributing to context-specific fitness
(Figure 2). Aside from the documented instances of nutrient
S30
deficiencies, however, little is known about if and how milk component
variation is related to infant health.

Micronutrients
At least when produced by well-nourished individuals, human milk

contains all the essential micronutrients (vitamins and minerals) needed
by infants. Micronutrients support infant health similarly to how they
support adult health. Additionally, variation in the concentrations of
some micronutrients in human milk may communicate information
(e.g., chronic nutrient availability) on the environment to the infant.
Myriad factors are known to impact the variation in the concentrations
of micronutrients, with maternal diet and nutritional status being
particularly important. Note that, for the purposes of this paper, we use
the term “maternal” where appropriate to modify factors (e.g., diet,
genetics) associated with the lactating/birthing parent so as to clearly
distinguish the birthing parent from the other parent.

A useful categorization of milk micronutrients is into one of the 2
following groups: those for which concentrations in milk are affected
by the maternal nutrient status and diet or supplementation (e.g.,
thiamin, riboflavin, niacin, biotin, pantothenic acid, vitamin B6,
vitamin B12, vitamin C, vitamin A, vitamin D, vitamin E, vitamin K,
choline, iodine, and selenium) and those for which the milk concen-
trations are independent of the maternal nutrient intake and/or status
(e.g., folate, calcium, iron, copper, zinc, sodium, chloride, potassium,
phosphorus, magnesium, manganese, fluoride, chromium, and mo-
lybdenum), the latter leading to the depletion of maternal body stores
when dietary intake is inadequate and/or inadequate concentrations in
milk regardless of maternal intake [11, 12]. In addition, heat treatment
(e.g., pasteurization) commonly used in donor milk banks can reduce
concentrations of some micronutrients (e.g., calcium, phosphorus,
folate, and vitamin C [13, 14]); whether this impacts infant health has



FIGURE 2. Milk composition varies greatly among individuals and populations, and it is possible (albeit understudied) that this variation might differentially
support optimal health and survival of infants living in varying ecological contexts, including those related to lactating parent/infant genetics, food/nutrient
availability, and environmental exposures (e.g., pathogens). This concept of a shift in “normal” to support health in a particular ecosystem is referred to as
ecohomeorhesis (9).
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yet to be elucidated. There is also circadian variation in the concen-
trations of milk micronutrients, being related to dietary consumption
over the day and also with milk lipid content [15]. Very little is known
about whether variation, regardless of its driver, in concentrations of
micronutrients in milk produced by well-nourished individuals within a
given geographic or cultural context is associated with variable health
outcomes in infants. Similarly, whether differences in milk nutrient
concentrations among populations support customized, optimal
early-life fitness for a particular context is not known. As with all milk
components, there remain numerous fundamental and applied research
gaps related to micronutrients. Some of these research gaps are listed in
text boxes throughout this manuscript. The potential for functional
interactions among micronutrients and microbes found in human milk
is highlighted in a later section of this report (Text Box 2).

Macronutrients
More than 250 million y of evolutionary pressure on lactation have

resulted in the production of human milk containing an array of mac-
ronutrients that nourish, protect, and play a role in communication
between the lactating parent and infant [16]. The most abundant
macronutrient in human milk is water, which comprises ~87%–91% of
Text Box 2
Micronutrients in human milk: selected research gaps.

� What are the cellular mechanisms whereby micronutrients are incorporated into
their concentrations in milk?

� Is variation in the concentrations of micronutrients and macronutrients in huma
cultural context associated with health outcomes in infants? What about variat

� What are the overarching implications of food fortification and supplementatio
consequences for developing dietary recommendations for infants?

� Are differences in human milk micronutrient concentrations among populations
particular context?

� Do changes in micronutrient concentration due to pasteurization and cold stor
� Is the chronobiology of the micronutrients that vary over a 24-h period impor
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milk’s weight (dependent on the lactation stage) and is critical not only
as a solvent for milk’s other constituents but also for basic hydration for
the infant. The volume of water secreted in milk is primarily driven by
lactose, which acts in coordination with infant demand as a major
driver of milk volume [3]. Details regarding the energy-yielding
macronutrients, their variability, and their importance to infant health
are described briefly here.

Lactose
The disaccharide lactose is the second most abundant nutrient in

human milk (~70 g/L), and is instrumental in nourishing infants by
providing a portion of their energy needs and by regulating the water
content of milk. Lactose might also protect the infant from enteric
pathogens by selectively promoting the growth of lactose-utilizing
bacteria in the infant’s GI tract. Milk’s provision of lactose is accom-
panied by the production of lactase in the infant’s intestinal brush
border membrane that digests this carbohydrate during infancy and
childhood. After secretory activation, lactose concentration is relatively
stable in human milk, not seemingly influenced by factors such as the
lactation stage [17], time of day, left or right breast [17], fore vs. hind
milk [18], and maternal diet [19]. Nonetheless, lactose concentrations
milk, and what genetic, physiologic, and environmental factors are related to

n milk produced by well-nourished individuals within a given geographic or
ion among individuals across different geographic or cultural contexts?
n on human milk micronutrient content and infant health, and what are the

examples of ecohomeorhetic shifts to support optimal early-life fitness for a

age influence infant health and wellbeing?
tant for infant health and wellbeing?
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have been shown to vary by prematurity [20] and global context [21],
and the source of this variation is not understood. Lactose is relatively
stable to freezing but is slightly reduced by pasteurization [22, 23].

Lipids and milk fat globules
Collectively, lipids are the next most abundant component in human

milk (30–50 g/L), delivering nourishment, protection, and communic
ation to the infant. Lipids in human milk are delivered as milk fat
globules (MFGs) that range in 3 orders of magnitude in size from less
than 200 nm to over 15 μm [24]. MFGs contain a nonpolar lipid core
(e.g., triglycerides) surrounded by a complex trilamellar membrane
composed of polar lipids (e.g., phospholipids, sphingomyelin, cho-
lesteryl esters, and retinol esters) and membrane-bound proteins
derived from the mammary epithelial cell’s own MFGM. This distinct
structure uniquely specializes MFGs to be transported in the aqueous
environments of both milk and the GI tract of the breastfed infant. Fatty
acids found in the lipid core provide most of the energy needed for
exclusively breastfed infants as well as the essential and conditionally
essential fatty acids required for infant growth and development. The
MFGM also delivers lipid-soluble signaling molecules such as pros-
taglandins, which may have roles in supporting the GI tract of the
newborn (e.g., motility and mucin secretion). Other nonessential lipids
found in the MFGM (e.g., free cholesterol and sphingolipids) are
critical for membrane integrity and in scaffolding for cell–cell recog-
nition and signaling. Additionally, glycolipids, found nearly exclu-
sively in the outer leaflet of the MFGM, resemble host receptor analogs
that bind to specific pathogen virulence factors and inhibit them from
binding to their intestinal target receptors [25].

The outer portion of the MFGM is composed of a bilayer of the
apical plasma membrane of the milk-secreting mammary epithelial cell
from which it was derived. Next to this outer bilayer is a phospholipid-
coated monolayer with associated proteins and variable amounts of
other cellular material, including cytoplasmic assemblies of enzymes,
mRNAs, and intracellular vesicles. The unique structural and compo-
sitional properties of MFGs, including their membranes, suggest that
they are not only simply passive lipid transport vehicles but likely also
communicate information about maternal factors [26], act as
self-contained “metabolic systems” that can dynamically modulate
their cargo [27], may influence neonatal intestinal bacteria [28], and
possibly contribute to neonatal GI tract development [28] and cellular
communication [29]. The potential for physical and functional in-
teractions among these components is highlighted in a later section of
this report.

The lipid concentrations and fatty acid profiles are notably variable
within milk [17] and are associated with a variety of factors such as
circadian rhythm [30], time within feed [31], time since last feed [31],
maternal diet [19, 32, 33], and maternal adiposity [34]. Whether these
naturally occurring differences impact infant growth, behavior, and
Text Box 3
Lipids in human milk: selected research gaps.

� Do diurnal and within-feed shifts in milk fat impact infant behaviors (e.g., app
� Are the benefits of MFG components similar if delivered without the MFG m
� How does the size distribution of MFGs influence their digestibility and other
� What is the role of cholesterol and other minor lipids in human milk, and are th
early life?

� Does variation in human milk fatty acid profile have implications for infants,
� Does variation in human milk lipid content due to the maternal adiposity level
infant?
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development is not known. Human milk lipid content and constituents
may differ between the milks of lactating parents of preterm and term
infants, but this finding is not consistent, and it is possible that some
methods used to determine lipid concentrations are insufficient for this
purpose [20]. Some, but not all, studies suggest that human milk lipids
increase with time postpartum [31, 35, 36] and decrease following
Holder pasteurization (Text Box 3).

Proteins and peptides
Human milk provides highly digestible proteins and peptides with

an ideal balance of essential amino acids to support infant protein
synthesis and growth. Milk protein concentrations are collectively
highest in colostrum (~20 g/L) and then stabilize (~10 g/L) [37, 38].
Concentrations are higher in preterm than term milk—at least during
the first month postpartum—and do not appear to vary with maternal
diet or body fat percentage [19]. Recent evidence suggests that the
average human milk protein concentrations vary substantially across
populations [21], and the source of this variation is not known.

In addition to meeting the infant’s basic dietary protein and energy
needs, human milk also contains myriad individual biologically active
proteins that play extensive roles in protection and communication. For
example, secretory immunoglobulin A (sIgA), the most abundant
immunoglobulin in human milk, may provide unique vertical trans-
mission of immune system education [39]. As the infant’s mucosa does
not produce sIgA for some time, sIgA in milk serves a dual function by
protecting newborn infants from infection by neutralizing pathogenic
bacteria and simultaneously shaping the commensal GI microbial
community structure [40, 41]. Secretory IgA has also been shown to
affect host–microbiome interactions by modulating the colonic transit
time of bound microbes and binding to antigens originating from the
maternal diet [42]. Specificity of sIgA in milk reflects antecedent ex-
posures experienced in the maternal GI tract and therefore has the
capacity to communicate and react to environmental changes. As such,
it is not surprising that sIgA specificity varies globally [7]—another
likely example of eco-homeorhesis.

Recent advancements in “-omics” approaches have led to a much
broader understanding of the many proteins in human milk. Indeed,
proteomics analyses have revealed that human milk contains hundreds
of unique proteins [43] with an array of functional characteristics,
including enhancing nutrient absorption (e.g., bile salt–stimulated
lipase [BSSL]), defending against pathogens (e.g., lactoferrin, lyso-
zyme, immunoglobulins), shaping the infant’s immune system (e.g.,
cytokines), and guiding the development of the GI tract (e.g., epidermal
growth factor [44] and insulin-like growth factor 1 [45]). Most iden-
tified milk proteins have defined functions when found elsewhere in the
body (e.g., blood) but lack clearly defined functions in the context of
the milk matrix and infant GI tract. Among these proteins is an array of
proteases, antiproteases, and protease activators that collectively act to
etite, milk intake, and sleep)?
atrix?
functions in the infant GI tract?
ere acute and/or long-term impacts of not consuming these substances during

and are these implications dependent upon the context?
communicate environmental and/or metabolic information to the developing
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partially digest milk proteins within the mammary gland [46] and assist
with digestion in the infant GI tract [47]. Proteases in milk differ in
abundance and activity between term and preterm milk, as do the
released peptides as products of their activities [48, 49]. The entire
array of known bioactive peptides in human milk (as well as milk from
other species) is cataloged in the Milk Bioactive Peptide Database [50],
although the extent to which human milk proteins and peptides survive
within the infant GI tract and have the potential to exert their bio-
activities at GI sites of action remains mostly unknown. Nonetheless,
recent research indicates that select milk proteins and peptides may be
absorbed into the bloodstream where they would have the potential to
act systemically, but the evidence is weak and not comprehensive.

How milk is handled after being expressed or pumped can sub-
stantially impact the bioactivity of some of its proteins and peptides.
Pasteurization denatures lactoferrin, most immunoglobulins, lysozyme,
BSSL, and some cytokines and growth factors [51–56]. Conversely,
pasteurization increases the activity of some proteases (e.g., plasmin
and elastase), which increase the release of some peptides during milk
storage, contribute to digestion in the infant [57], and/or increase
degradation of potentially bioactive peptides. Pasteurization also
changes protease activities and protein structures and thus likely
digestive survival of proteins and peptide release. Cold storage (�20
�C) can also impact the bioactivity of some proteins. For example, it
preserves some bioactive proteins [58], may allow continued activity of
some enzymes [59], degrades some human milk proteins (e.g., lyso-
zyme), and can cause flocculation of casein proteins [60]. Clearly, the
holistic effects of human milk processing on protein and peptide in-
teractions and survival, release of peptides in vivo, and infant health are
unknown and will likely require a systems biology approach to un-
derstand [3] (Text Box 4).

Other biologically active components

Human milk oligosaccharides and other milk glycans
Human milk contains an array of glycans defined as carbohydrates

consisting of several monosaccharides linked via glycosidic bonds.
These diverse, complex, and abundant glycans are present in their free
form (human milk oligosaccharides, HMOs) and as glycoconjugates
(glycans conjugated to proteins and lipids). HMOs are the third most
abundant solid component in the human milk (following lactose and
lipids) ranging on average from 23 g/L in colostrum to 15 g/L in mature
human milk. More than 150 HMO structures have been identified, with
~20 representing ~90% of the HMOs in human milk [61].

Complex glycans, including HMOs, are unique human milk con-
stituents in that they resist digestion by host enzymes as they transit the
infant’s GI tract. Although they do not provide direct nourishment to
the infant, they have long been known to nourish microbes living
within the infant’s GI tract. For example, they serve as a food source for
Text Box 4
Proteins and peptides in human milk: selected research gaps.

� What are the independent and interactive functions of the many proteins and
digestion process? Are there implications of not consuming them during early

� Are differences in concentrations of specific milk proteins among population
particular context?

� Are there implications of changes in human milk protein bioactivity to infants
� How do antimicrobial peptides target pathogenic microbes but spare commens
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a specific suite of bifidobacterial species [62, 63]. They have also been
shown to enhance the growth of milk-derived staphylococcal species,
potentially via stimulating their use of amino acids [64]. In addition,
some mimic recognition and attachment sites present on the apical
surface of the enterocytes and, as a consequence, act as pathogen de-
coys [65]. They also have antimicrobial, antiviral, and immune
modulating effects [61, 66, 67].

Several studies have reported that HMO concentrations vary across
lactation and may be dependent on fixed factors such as maternal ge-
netics [8], age, parity, ethnicity, and gestational age of the infant [66,
68–70] and modifiable factors such as geography [71], seasonality
[72], and maternal diet [73] and health [69]. Together, these findings
suggest that variation in glycan profiles might communicate environ-
ment- and/or maternal-specific information to the infant to help shape
the GI microbiome and immune system for optimal fitness in a specific
location and/or context.

In addition to free HMOs, glycan conjugates (glycoproteins and
glycolipids) are abundant in milk. For instance, many protective pro-
teins found in the whey fraction of human milk (e.g., lactoferrin,
lysozyme, and immunoglobulins) are heavily glycosylated, and their
glycosylation patterns have been shown to have direct effects on
pathogen binding, infectivity, and proteolytic susceptibility [74]. The
glycosylation patterns of human milk lactoferrin and sIgA change over
the course of lactation and may be influenced by maternal and infant
illness, delivery mode, and metabolic status (e.g., gestational diabetes)
[75–77].

Nonprotein, nitrogenous compounds
Human milk also delivers nonprotein nitrogen (NPN) compounds

that collectively constitute ~20%–25% of its total nitrogen content.
NPN consists primarily of urea and also free amino acids, small pep-
tides, glucosamine, choline, creatine, creatinine, uric acid, ammonia,
nucleic acids, nucleotides, and polyamines [78]. Although AI levels
have been established for choline, which is considered an essential
“vitamin-like” compound [79], the remaining NPN components are
considered nonessential. However, these molecules may provide the
infant with metabolic and protective functions—at least indirectly. For
example, urea (which makes up ~50% of the NPN in human milk) may
contribute to nitrogen homeostasis of the breastfed infant’s GI micro-
biome [66].

Hormones
Human milk also delivers hormones (e.g., cortisol, melatonin,

leptin, adiponectin, and insulin) [80–82] that may contribute to indi-
rectly nourishing the infant (e.g., impact of insulin on glucose ab-
sorption) as well as communicating information relative to metabolic
and environmental conditions important for acute and long-term sur-
vival. For example, concentrations of melatonin and the amino acid
peptides found in human milk? How do these functions change during the
life?
examples of ecohomeorhetic shifts to support optimal early-life fitness for a

consuming processed (e.g., heated or frozen) milk?
als and symbiotes?
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tryptophan exhibit a circadian rhythm with undetectable concentrations
in the day but high concentrations at night; this may communicate the
time of day to the recipient infant [83]. In contrast, the glucocorticoid
cortisol, which may be involved in behavioral programming, exhibits a
circadian rhythm with higher concentrations in the morning [83].
Studies in humans and rhesus macaques showed that milk cortisol
concentration is correlated with the maternal body size, parity [84],
maternal circulating cortisol [85], and maternal stress [86]. Several
findings suggest that variation in human milk cortisol concentrations
aids in programing behavioral traits and growth outcomes in the
recipient offspring [87]. In nonhuman primates, milk cortisol concen-
tration positively correlates with nervousness, less confident tempera-
ment, and higher weight gain in the offspring when controlling for milk
energy [83]. The association of milk cortisol with offspring confidence
differs by the infant’s sex [85]. Similar findings have been detected in
human infants, where milk cortisol is positively associated with more
“negative affectivity” such as fear, sadness, and discomfort [88] and
higher infant fear reactivity in a laboratory setting in only biologically
female offspring [89]. Clearly, however, these correlations could also
be due to environmental exposures or the impact of the lactating parent
(beyond milk), and more research is needed to tease this apart. Human
milk cortisol concentrations have also been positively associated with
infant body fat levels [90] and with the change in BMI percentile over
the first 2 y of life [91]. Although more research is needed to confirm
these observations, it is possible that varying human milk cortisol
concentrations may communicate to the infant the best way to thrive in
the particular physical and social environment into which they were
born—another possible example of a context-specific ecohomeorhetic
shift in milk composition.

Flavor or scent compounds
Flavor and scent compounds derived from the maternal diet are also

present in human milk. These compounds may prepare the infant for
the flavors of the cultural diet and impact later feeding behavior and
food acceptance [92, 93]. This specific mode of maternal-infant
communication is discussed in more depth in the report from BEGIN
WG 1 [2].

Xenobiotics
Human milk can also contain a multitude of exogenously produced

substances derived from the environment collectively referred to as
xenobiotics. Some of these molecules may play a role in protection or
communicating information on the environment to the infant. For
example, many secondary plant metabolites including antioxidant
molecules and biologically active components of animal-based foods
that are consumed appear in human milk [33, 94]. Although it is likely
Text Box 5
Complex, biologically active components and cells in human milk: selected rese

� Are the effects of individual HMOs in milk impacted by the presence or absen
� How does the glycan composition of glycoproteins and glycolipids exert their
influence their glycosylation compositions?

� Does infant genotype influence response to various HMOs in milk?
� How do HMOs interact with the infant’s immune system and intestinal epithe
� What are the functions of the many NPN compounds in milk?
� Do hormones and growth factors in milk communicate information regarding
� How does the infant’s immune system communicate with the maternal immune
in milk?

� Are there impacts of xenobiotics (e.g., cannabinoids and environmental toxica
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that these dietary components impact infant health similar to adult
health, very little research has been conducted on this topic. Environ-
mental pollutants, drugs, and toxicants can also be found in human
milk. In a recent study conducted in Uganda, several persistent organic
pollutants (POPs; e.g., brominated flame retardants and poly-
chlorinated biphenyls) were detected in milk produced by relatively
healthy individuals. Although the levels were somewhat lower than
those reported previously in other countries [95], infant consumption of
dioxins exceeded tolerable doses put forth by the World Health Or-
ganization [96]. The acute and long-term impacts of these compounds
on infant health are poorly understood but may be important at high
doses. In a study conducted in Norway, concentrations of some envi-
ronmental contaminants in human milk were associated with the
variation in infant fecal microbiome [97], although it is unknown if this
represents a causal association. Arsenic, lead, mercury, and cadmium
can also be detected in milk produced by individuals living in regions
with elevated environmental loads of these metals [98]. Many pre-
scription and recreational drugs can also be incorporated into milk. For
example, the main psychoactive component of cannabis (tetrahydro-
cannabinol [THC]) can be detected in milk produced by its users [99],
as well as in the case of alcohol [100]. This is particularly important
because cannabis and alcohol are the 2 most commonly used recrea-
tional drugs during breastfeeding. It is noteworthy, however, that very
little research has been conducted to evaluate the impact of maternal
cannabis use on human milk composition and infant outcomes.
Methamphetamine is also found in milk produced by users [101].
Additional information related to maternal drug and alcohol use and its
impacts on milk composition and infant health and wellbeing can be
found in a report prepared by BEGINWG 3 [3]. Substantial research is
warranted to understand the impacts of these compounds on infant
health, particularly as related to cannabis, which is now legal in many
US states (Text Box 5).
Cells

Maternal cells
The maternal-derived cells in human milk are highly heterogeneous

and include epithelial cells (ductal and alveolar, luminal–epithelial, and
myoepithelial), stem and progenitor cells, and blood-derived leuko-
cytes. Leukocytes include granulocytes and mononuclear leukocytes,
such as lymphocytes, monocytes, and macrophages. The cell content of
human milk at any lactation stage is highly variable, ranging from
roughly 10,000 to 13,000,000 cells/mL with the highest concentration
in colostrum and early milk compared with mature milk. It is unknown
if the higher cell count observed in early lactation is because milk is
arch gaps.

ce of other HMOs in milk?
immunological functions? How do maternal diet, genetics, and environment

lia?

the maternal metabolic status to the infant?
system to alter the composition and amount of immune protective molecules

nts) on infant growth, development, and/or behavior?
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more concentrated (less dilute) or is due to other factors such as
physiologic differences or breastfeeding patterns.

Human milk cellular heterogeneity and cell composition are influ-
enced by many factors, as described in another report in this series [2].
For example, leukocytes are the predominant cells in colostrum and
early milk, while some reports suggest that mammary epithelial cells
are the predominant cell types in mature milk [102, 103], although this
finding is not consistent [104]. The presence of leukocytes is proposed
to protect the mammary gland from infection during lactation but they
also may respond to the health of the infant as concentrations increase
during maternal or infant infection [102, 105, 106]. For example, these
cells respond to viral antigens in culture with increased proliferation
rate and altered expression of IL-6, IL-17A, interferon-gamma, and
tumor necrosis factor-alpha, demonstrating potential roles to deliver
protection in the form of innate immunity to the infant [107].

Other functions of human milk cells are not well understood but are
thought to be involved in communication. For example, stem cells may
deliver complex epigenetic programming resulting from a constellation
of a lactating parent’s genetic, dietary, and environmental inputs [108,
109]. Animal models show that these cells are absorbed into the in-
fant’s circulation and are detectable in the infant’s tissue after only a
short duration of breastfeeding [108, 110]. Maternal stem cells may
communicate these factors to the breastfed infant, although substantial
research is needed to confirm this possibility (Text Box 6).
Microbes
Once considered sterile, experts now agree that milk contains a rich

microbial community [111–113]. In addition to their likely importance
in colonizing the infant GI tract, microbial communities in human milk
might communicate which microbial taxa should be tolerated vs.
destroyed. Although purely speculative, this theory supports the concept
of eco-homeorhesis and both the “hygiene hypothesis” and related “old
friends hypothesis,” which posit that early-life exposure to microor-
ganisms protects infants against allergic disease [114] and early-life
exposure to microorganisms with which we co-evolved is needed to
develop immunologic tolerance so that these organisms do not evoke
unhealthy inflammatory responses [115], respectively. Because many
GI microbes can also supply an array of essential nutrients (e.g., vitamin
K) and increase the absorbable sources of energy (e.g., short-chain fatty
acids), their presence in milk might contribute directly to nourishing the
infant. This possibility is expanded upon later in this manuscript.

Milk’s microbial profiles vary greatly among individuals and
globally [6], and this variation might be related to diet [116], maternal
body weight [117], other milk components such as amino acids and
HMOs [21, 104], and a variety of other factors such as delivery mode
Text Box 6
Cells in human milk: selected research gaps.

� Which maternally derived (host) cell types are in milk?
� How does the maternal cell profile change over lactation?
� Does the maternal cell profile in human milk respond to maternal and/or infan
� If stem cells are present, what are their functions—particularly in terms of com
� What are the origins of the microbes in human milk?
� Do human milk microbes contribute to the vitamin or other nutrient needs of
� Do inherent bacteria in milk help train the infant’s immune system to tolerate
� To what extent do human milk microbes colonize the infant’s GI tract, and ho
� What are the implications of variation in the human milk microbe profiles for
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[117], time postpartum [117], household composition (e.g., number of
individuals living together) [118], and feeding/parenting practices [119,
120]. Whether this variation impacts infant health is not known,
although it is likely that the milk microbiome directly assists in colo-
nizing the infant’s GI tract [6, 121, 122].

Extracellular Vesicles
Recent attention has also been paid to extracellular vesicles (EVs) in

human milk [123]. EVs can contain DNA, RNA, proteins, microRNAs
(miRNAs), and lipids and can originate from a variety of cell types,
both eukaryotic and microbial [124]. Emerging data suggest that
human milk miRNA encapsulated within EVs is relatively resistant to
digestion and may have biological impacts on infant cells both in the
intestine and systemically [124–127]. As such, they may serve as a
mode of epigenetic communication from the lactating parent to the
infant [126–128]. For example, concentrations of specific miRNAs in
human milk that may impact metabolism were shown to correlate with
maternal lifetime stressors and negative events [129], suggesting that
miRNA in human milk may represent an avenue whereby intergener-
ational trauma and maternal stress are communicated to the infant, in
turn potentially impacting the infant metabolome. Considerable
research is needed, however, to test this hypothesis.

Milk as a Biological System
Most constituents in human milk likely play direct or indirect roles

in nourishing and protecting the infant and also in providing custom-
ized communication that helps the infant thrive in a particular culture,
environment, and genetic predisposition. It is likely, however, that the
cumulative impact of human milk components on infant health is
greater than the sum of the impacts of each component. Indeed, human
milk is a biological system—itself part of a larger ecology comprising
the lactating parent, infant, and their shared environment.

Defining what is meant by “interaction”
For human milk to function as a biological system, its components

must work interactively to improve infant health. Here, we provide
several ways in which milk components might “interact” and then
provide 3 case studies outlining possible examples of milk behaving as
a biological system (Figure 3).

� Type 1 interaction: The presence or concentration of one human milk
component (“component A”) impacts the presence or concentration of
another (“component B”), respectively.

� Type 2 interaction: Human milk components are physically associated with
each other, and their impact on infant health depends on this physical
connection.
t illness and, if so, what are the implications to maternal and infant health?
municating information to the infant?

the infant?
(or not) particular microbes?
w do they interact with other milk components (e.g., HMOs) in this regard?
maternal and infant health?



FIGURE 3. Illustration of 3 possible scenarios whereby milk components might “interact” in the mammary gland (type 1 interaction) or in the infant (type 2
and type 3 interactions) and thus impact milk composition and/or infant health.
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� Type 3 interaction: The impact of one human milk component (“component
A”) on infant health can be modified by another (“component B”) such that
the effect of a certain level of component A on the infant depends on the
accompanying presence or level of component B.
Case example 1: interactions within and between the milk
micronutriome and milk microbiome

Very little is known about whether micronutrients interact with
themselves and/or other milk components to influence their individual
or collective impact on infant health. This dearth of knowledge is in
large part due to the fact that, until relatively recently, most micro-
nutrients in human milk had to be analyzed individually. Now, how-
ever, with the application of methods such as liquid
chromatography–mass spectrometry (LC-MS) for vitamin analysis and
ICP-MS for mineral analysis, it is possible to measure many micro-
nutrients (which we refer to as the micronutriome) simultaneously in
very small volumes. Thus, data are slowly accumulating on the con-
centrations of multiple micronutrients in human milk samples and
potential interrelationships among them and other milk components.
Nonetheless, it is often difficult to evaluate whether statistical corre-
lations between and among milk nutrients and other components are
causal in nature because nutrient deficiencies tend to occur together.
For example, low levels of several nutrients are often found in milk
produced by females consuming diets low in animal-source foods, but
it is impossible at this time to determine if that is simply due to the
overall poor diet or interactions of the nutrients in the mammary gland.
Similarly, in a recently published report that attempted to determine
associations among milk micronutrients and macronutrients, many
significant correlations were described, but again, it is impossible to
know from these types of studies if these associations are causal in
nature [15]. It is not surprising that concentrations of the fat-soluble
S36
vitamin were correlated with each other and total lipids because of
their lipophilic nature (possibly a type 1 interaction). However, these
associations may also reflect a type 3 interaction, as the ability of the
infant to absorb fat-soluble vitamins is dependent on sufficient lipids in
the diet for chylomicron formation. Whether any of the other
nutrient–nutrient correlations described by Hampel et al. [15] represent
true interactions or simply artifacts of a generally poor diet remains to
be determined.

Because microbes depend on their hosts for their own unique
constellation of essential nutrients, it is also plausible that variation in
nutrients (and HMOs) in milk impacts which microbes thrive in the
mammary milieu and consequently constitutes the human milk
microbiome. Evidence to support this comes, at least in part, from 2
studies by Williams et al. [104, 116] who found myriad correlations
between the concentrations of macronutrients and HMOs and the
relative abundance of bacterial taxa in milk and maternal dietary
micronutrient and macronutrient intake. For instance, alpha-linolenic
acid and arachidonic acid concentrations in milk were positively
correlated with the relative abundance of Propionibacterium. Moossavi
et al. also reported complex relationships between milk fatty acid
profiles and human milk microbial community structures, suggesting
that the availability of various fatty acids might nurture particular mi-
crobial profiles [120]. Similarly, Pace et al. found substantial re-
lationships between milk-borne HMOs and lactose and variation in the
milk microbiome [21]. As with the understanding of whether
milk-borne nutrients interact with each other to impact their concen-
trations in milk, controlled dietary intervention studies will be needed
to determine if these nutrient–microbe associations in human milk are
causal in nature and represent type-1 interactions and true biological
systems within the mammary gland or are driven by coincidental fac-
tors. In summary, it is conceivable and theoretically plausible that
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nutrients and microbes in human milk impact each other’s concentra-
tions (type 1 interaction) and/or modify each other’s impacts on infant
health (type 3 interaction), but very little research has rigorously
examined these possibilities.

Case example 2: milk fat globule components
The presence of BSSL and triglycerides in the MFG represent a

likely example of type 2 and type 3 interactions. In comparison to
children and adults, infants have lower concentrations of lipid hydro-
lytic enzymes such as co-lipase–dependent lipase needed for digestion
of triglycerides and, thus, would seem to be at a disadvantage in terms
of being able to digest human milk lipids. However, human milk
contains ~100 mg/mL of BSSL, a lipase able to hydrolyze all 3 bonds
of a triglyceride as well as a variety of substrates, including cholesterol
and fat-soluble vitamin esters and phospholipids [130]. Due to its
glycosylation ability, milk-borne BSSL is resistant to degradation by
gastric juices and therefore reaches the small intestine where it can be
activated by bile salts, in part due to its protection within MFG (type 2
interaction). In vitro studies have demonstrated that it is a combined
action by gastric lipase, co-lipase–dependent pancreatic lipase from the
infant, and milk-borne BSSL that leads to near complete hydrolysis of
MFG triglycerides and long-chain polyunsaturated fatty acids
(LCPUFAs) to free fatty acids and glycerol [131, 132]. Indeed, inac-
tivation of BSSL by pasteurization reduces the overall lipid absorption
from human milk by as much as one-third [133]. Thus, the presence of
BSSL in human milk exemplifies both type 2 and type 3 interactions in
which one component (BSSL) directly impacts the extent to which
another component (fatty acids in the MFG) is available for utilization
by the infant, but this effect requires BSSL to be physically associated
with the MFGmatrix. Understanding this potential complex interaction
might be particularly important to elucidating the nourishing nature of
human milk. In addition, because many fatty acids have antimicrobial
functions, this complex interaction might better inform our under-
standing of human milk’s protective functions.

The presence of xanthine oxidase reductase (XOR) as part of the
MFG is another example of a complex human milk component, in this
case exhibiting both type 1 and type 2 interactions with other milk
components such as butyrophilin, sulfhydryl oxidase, lactoperoxidase
(LPO), and nitrate. XOR is a multifaceted enzyme with both structural
and metabolic functions. XOR is an abundant MFG protein that forms a
complex with butyrophilin, a transmembrane member of the immuno-
globulin superfamily implicated in milk lipid secretion [134]. Evidence
of a type 1 interaction between XOR and butyrophilin comes from
transgenic mouse studies, which demonstrated that XOR modulates
milk lipid secretion and influences MFG structure and protein compo-
sition, including reducing levels of butyrophilin and increasing levels of
BSSL [135]. XOR enzymatic activity produces reactive oxygen and
nitrogen species that have been shown to have antimicrobial and infant
immune defense properties [136, 137]. As such, these interactionsmight
have both nourishing and protective impacts on the infant.

XOR in the human mammary gland and MFGs may be found in 2
enzymatic forms: xanthine dehydrogenase (XD) and XO. XD is the
predominate form of the enzyme within mammary epithelial cells, but
during MFG secretion, XD is exposed to apical membrane–bound
sulfhydryl oxidase (type 2 interaction), which then rapidly converts it
to the XO form [138]. XO in milk is then able to generate peroxide
substrates that can subsequently be converted to hypothiocyanite, a
potent bactericidal compound, by LPO, another enzyme found in milk.
XO also can convert milk-borne nitrate to nitrite, once again providing
a substrate for LPO that then converts the nitrite to nitrogen dioxide,
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another bactericidal compound. Additionally, the fact that XOR resides
on the inner membrane leaflet of MFG provides a structural framework
whereby XOR activity may be resistant to the inactivation of proteases
and, thus, maintains its antimicrobial activity within glandular struc-
tures and the infant digestive system, potentially impacting their mi-
crobial compositions and risk of infection.

Case example 3: proteins, proteases, and peptides
As noted above, milk contains a multitude of proteins, proteases,

naturally occurring milk protein–derived peptides, and peptide hor-
mones, and it is likely that these components interrelate with one
another within the mammary gland, resulting in a type 3 interaction.
For instance, milk contains an array of proteases (plasmin, cathepsins,
elastase, kallikrein, thrombin, etc.) that differ in cleavage specificities
[48, 50]. Moreover, for each protease, milk contains an array of pro-
tease inhibitors, protease activators, and protease activator inhibitors
that control the relative abundances of the zymogen and active forms
and the degree of activity of the active forms [50, 51]. Protease acti-
vation can be microlocation-specific; for example, plasmin activity
appears to be higher within the casein micelle than within the whey
[139]. These proteases interact with milk proteins within the mammary
gland, releasing thousands of unique peptides from human milk pro-
teins with apparent protein-level and site-specificity [140].

Protein-level specificity may also be related to the protein structure
and modifications like glycosylation and microlocation (casein micelle
vs. freely soluble whey proteins) [141]. Yet, this proteolytic process is
controlled such that most of the milk proteins remain intact. Many of
the released peptides are identical to or homologous with known
bioactive peptides with antimicrobial, immunomodulatory, and anti-
hypertensive activity [140, 142]. The milk proteases and the peptides
they release likely interact with mammary epithelial cells, immune
cells, and/or bacteria within milk. Yet, interactions of this nature remain
unexamined.

Nonetheless, it is likely that these milk components interact, and
this interaction, at least in part, is required for them to impact infant
health. For instance, digestion of human milk proteins by milk pro-
teases (and also gastric proteases) can activate milk peptide hormones
via proteolytic cleavage. An example would be TGF-β in milk, which is
inactive until it is exposed to low pH and protease activity (either
gastric or milk proteases) in the infant’s stomach.

Milk proteins and peptides also interact with milk minerals to
impact infant health (type 2 interaction). For example, lactoferrin binds
iron, assisting in iron absorption and restricting its use by microbes
[143]. Many peptides derived from the digestion of the casein micelle
are highly phosphorylated, enabling solubilization of calcium and
enhanced calcium absorption [144, 145]. In summary, milk proteins,
proteases, peptides, and peptide hormones have an array of known
interactions within milk and the infant—in particular, impacting
nourishment and protection of the infant. Yet, much remains unknown
about these interactions and their impact on early-life health, thereby
warranting future investigations.

Summary and Knowledge Gaps

In summary, human milk’s complex composition and structural
matrix comprises literally thousands of molecules and cell types—
many of which likely function independently and interactively to
nourish, protect, and communicate complex information to infants,
thereby impacting lifelong health. We posit that these putative in-
teractions take a variety of forms including impacting each other’s
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concentrations in milk; physically associating with each other, which is
necessary to benefit infant health and function; and modifying each
other’s functions once ingested by the infant. However, almost no
research has been conducted to adequately test these interactions in a
rigorous manner. The report of BEGIN WG 4 [4] provides additional
details and covers many of the key issues to be addressed to facilitate
our ability to study human milk as a biological system.

With specific regard to the issues covered here, controlled dietary
intervention studies will be needed to test the 3 types of interactions
proposed in this manuscript. More importantly, understanding if and
how these interactions work as part of human milk’s biological system
embedded within a particular ecology to impact maternal and infant
health is critical. In many cases, animal models will be needed,
although it behooves human milk researchers to explore creative
experimental designs to test these hypotheses in human subjects if
possible. In addition, because of the complexities related to analytical
approaches, multidisciplinary research teams will need to fully
collaborate to elucidate how milk acts as a biological system. The
complexity of human milk composition will require highly sensitive,
comprehensive methodologies involving a “multi-omics” approach.
Because both milk composition and infant health are greatly impacted
by social, behavioral, and environmental contexts, multicohort (and
likely international) approaches should be prioritized to understand
whether differences observed among cohorts have adaptive conse-
quences for human health. Finally, researchers are encouraged to assess
the potential impact of biological sex and gender identity on milk
composition, when possible, as nothing is known about this important
relationship. Understanding the complexity of milk and its impact on
infant health as a combined product of both immediate environmental
and diet and evolutionary pressures within the ecology of the mater-
nal–infant–environment context is fundamental to understanding the
basics of human nutrition itself.

Funding

The BEGIN Project was initiated by the Pediatric Growth and
Nutrition Branch of the Eunice Kennedy Shriver National Institute of
Child Health and Human Development (NICHD), the National In-
stitutes of Health (NIH), in partnership with the Bill & Melinda Gates
Foundation (BMGF) and the Academy of Nutrition and Dietetics
(Academy). This supplement was supported by the Eunice Kennedy
Shriver NICHD, the United States NIH. Support for assistance (by
BioCentric, Inc.) with editing, proofing, and submitting the manuscript
was also provided by the Eunice Kennedy Shriver NICHD.

Acknowledgements

The authors are grateful for the thoughtful and timely assistance of
Dr. Casey Rosen-Carole with crafting gender-inclusive, scientifically
accurate language. The authors also thank Dr. Sean Gibbons (Institute
for Systems Biology) for his insightful contributions regarding the field
of systems biology in the early phases of the BEGIN initiative. The
authors acknowledge the role of staff of BioCentric, Inc. (Kevin Jarvis,
Andrea Tucker, Collingswood) in editing and formatting the manu-
script in accordance with the journal style and in assisting with the
manuscript submission process.
S38
Author contribution

The authors’ responsibilities were as follows –DJR: conceptualized
the project and guided the preparation of the Introduction section; JTS,
MKM: supervised the writing of the manuscript; LHA, DCD, JM, DJR,
MR, DAS, AS, JEW, BEY: provided critical review and input for the
preparation of the manuscript; and all authors contributed to the final
development of the project design and implementation and read and
approved the final manuscript.

Conflicts of interest

All authors report no conflicts of interest related to existing financial
arrangements with any company or organization sponsoring this manu-
script. There was no committed funding for the writing of this manuscript
for any author. However, during the period of manuscript preparation, the
authors received funding support from the following sources: JTS (NIH
NIDDK, R01DK124193), LHA (Bill & Melinda Gates Foundation,
#OPP1148405 and INV-002300; USDA-ARS, 5306-51000-004-00D),
DCD (USDA National Institute of Food and Agriculture, 2018-67017-
27521), DAS (NIH, R01HD106554), AS (NIH, R21TR002516,
R03AI151965, and U01AI131344; Bill and Melinda Gates Foundation,
INV-004096 and INV-016943), JEW (NIH, R01HD092297; USDA
National Institute of Food and Agriculture Hatch project, IDA01643),
BEY (NIH NIDDK, K01 DK115710-03S1; Gerber Foundation), MKM
(NIH, R01HD092297; Bill and Melinda Gates Foundation, INV-016943;
National Science Foundation, IOS-BIO 2031753 and 2031715; and
USDA National Institute of Food and Agriculture Hatch project,
IDA01643). As the BEGIN Project was conceptualized by DJR, an author
of this report and an employee of NIH, it is acknowledged that NIH was
peripherally involved in the design, implementation, analysis, and inter-
pretation of the data used in the writing of this report. The NIH also
funded the publication of this report. Employees of the Bill & Melinda
Gates Foundation served on the BEGIN Project Steering Committee and
were therefore involved in the design of the overarching project.

References

[1] D.J. Raiten, A.L. Steiber, C. Papoutsakis, et al., The “Breastmilk Ecology:
Genesis of Infant Nutrition (BEGIN)” Project: Executive Summary, Am. J.
Clin. Nutr. 117 (Suppl_1) (2023) S1–S10.

[2] M.C. Neville, E.W. Demerath, J. Hahn-Holbrook, R.C. Hovey, J. Martin-Carli,
M.A. McGuire, et al., Parental factors that impact the ecology of human
mammary development, milk secretion, and milk composition—a report from
“Breastmilk Ecology: Genesis of Infant Nutrition (BEGIN)” Working Group 1,
Am. J. Clin. Nutr. 117 (Suppl_1) (2023) S11–S27.

[3] N.F. Krebs, M.B. Belfort, P.P. Meier, J.A. Mennella, D.O. O'Connor, S.N. Taylor,
et al., Infant factors that impact the ecology of human milk secretion and
composition—a report from “Breastmilk Ecology: Genesis of Infant Nutrition
(BEGIN)”Working Group 3, Am. J. Clin. Nutr. 117 (Suppl_1) (2023) S43–S60.

[4] S.M. Donovan, N. Aghaeepour, A. Andres, M.B. Azad, M. Becker, S.E. Carlson,
et al., Evidence for human milk as a biological system and recommendations for
study design—a report from “Breastmilk Ecology: Genesis of Infant Nutrition
(BEGIN)”Working Group 4, Am. J. Clin. Nutr. 117 (Suppl_1) (2023) S61–S86.

[5] L. Nommsen-Rivers, M.M. Black, P. Christian, S. Groh-Wargo, M. Jane
Heinig, K. Israel-Ballard, et al., An equitable, community-engaged
translational framework for science in human lactation and infant feeding—a
report from “Breastmilk Ecology: Genesis of Infant Nutrition (BEGIN)”
Working Group 5, Am. J. Clin. Nutr. 117 (Suppl_1) (2023) S87–S105.

[6] K.A. Lackey, J.E. Williams, C.L. Meehan, J.A. Zachek, E.D. Benda,
W.J. Price, et al., What’s normal? Microbiomes in human milk and infant

http://refhub.elsevier.com/S0002-9165(23)01561-7/sref1
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref1
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref1
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref1
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref2
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref3
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref4
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref5
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref6
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref6


J.T. Smilowitz et al. The American Journal of Clinical Nutrition 117 (2023) S28–S42
feces are related to each other but vary geographically: the Inspire study,
Front. Nutr. 6 (2019) 45.

[7] M.K. McGuire, A.Z. Randall, A.E. Seppo, K.M. J€arvinen, C.L. Meehan,
D. Gindola, et al., Multipathogen analysis of IgA and IgG antigen specificity
for selected pathogens in milk produced by women from diverse geographical
regions: the Inspire study, Front. Immunol. 11 (2020), 614372.

[8] J.E. Williams, M.K. McGuire, C.L. Meehan, M.A. McGuire, S.L. Brooker,
E.W. Kamau-Mbuthia, et al., Key genetic variants associated with variation of
milk oligosaccharides from diverse human populations, Genomics 113 (4)
(2021) 1867–1875.

[9] M.K. McGuire, C.L. Meehan, S. Brooker, J.E. Williams, J.A. Foster,
M.A. McGuire. An evolutionary, biosocial perspective on variation in human
milk microbes and oligosaccharides: an example of eco-homeorhesis?,
Academic Press, 2017, pp. 367–399.

[10] D.E. Bauman, W.B. Currie, Partitioning of nutrients during pregnancy and
lactation: a review of mechanisms involving homeostasis and homeorhesis,
J. Dairy Sci. 63 (9) (1980) 1514–1529.

[11] L.H. Allen, B vitamins in breast milk: relative importance of maternal status
and intake, and effects on infant status and function, Adv. Nutr. 3 (3) (2012)
362–369.

[12] D.K. Dror, L.H. Allen, Overview of nutrients in human milk, Adv. Nutr. 9
(suppl_1) (2018) 278S–294S.

[13] C.R.B. Codo, J.P.S. Caldas, R.R.A. Peixoto, V.L. Sanches, T.C. Guiraldelo,
S. Cadore, et al., Electrolyte and mineral composition of term donor human
milk before and after pasteurization and of raw milk of preterm mothers, Rev.
Paul. Pediatr. 36 (2) (2018) 141–147.

[14] M.A. Pitino, S. Unger, A. Doyen, Y. Pouliot, S. Aufreiter, D. Stone, et al.,
High hydrostatic pressure processing better preserves the nutrient and
bioactive compound composition of human donor milk, J. Nutr. 149 (3)
(2019) 497–504.

[15] D. Hampel, S. Shahab-Ferdows, M.M. Islam, J.M. Peerson, L.H. Allen,
Vitamin concentrations in human milk vary with time within feed, circadian
rhythm, and single-dose supplementation, J. Nutr. 147 (4) (2017) 603–611.

[16] O.T. Oftedal, The mammary gland and its origin during synapsid evolution,
J. Mammary Gland Biol. Neoplasia 7 (3) (2002) 225–252.

[17] L.R. Mitoulas, J.C. Kent, D.B. Cox, R.A. Owens, J.L. Sherriff,
P.E. Hartmann, Variation in fat, lactose and protein in human milk over 24 h
and throughout the first year of lactation, Br. J. Nutr. 88 (1) (2002) 29–37.

[18] S. Thurl, J. Henker, H. Taut, K. Tovar, G. Sawatzki, Variations of neutral
oligosaccharides and lactose in human milk during the feeding,
Z. Ernahrungswiss. 32 (4) (1993) 262–269.

[19] M. Keikha, M. Bahreynian, M. Saleki, R. Kelishadi, Macro- and
micronutrients of human milk composition: are they related to maternal diet?
A comprehensive systematic review, Breastfeed. Med. 12 (9) (2017) 517–527.

[20] D.A. Gidrewicz, T.R. Fenton, A systematic review and meta-analysis of the
nutrient content of preterm and term breast milk, B.M.C. Pediatr. 14 (1)
(2014) 216.

[21] R.M. Pace, J.E. Williams, B. Robertson, K.A. Lackey, C.L. Meehan,
W.J. Price, et al., Variation in human milk composition is related to
differences in milk and infant fecal microbial communities, Microorganisms 9
(6) (2021) 1153.

[22] D.L. O’Connor, J.B. Ewaschuk, S. Unger, Human milk pasteurization:
benefits and risks, Curr. Opin. Clin. Nutr. Metab. Care 18 (3) (2015) 269–275.

[23] P. Piemontese, D. Mallardi, N. Liotto, C. Tabasso, C. Menis, M. Perrone, et
al., Macronutrient content of pooled donor human milk before and after
Holder pasteurization, B.M.C. Pediatr. 19 (1) (2019) 58.

[24] N. Argov-Argaman, Symposium review: milk fat globule size: practical
implications and metabolic regulation, J. Dairy Sci. 102 (3) (2019)
2783–2795.

[25] D.S. Newburg, S. Ashkenazi, T.G. Cleary, Human milk contains the Shiga
toxin and Shiga-like toxin receptor glycolipid Gb3, J. Infect. Dis. 166 (4)
(1992) 832–836.

[26] H. Lee, E. Padhi, Y. Hasegawa, J. Larke, M. Parenti, A. Wang, et al.,
Compositional dynamics of the milk fat globule and its role in infant
development, Front. Pediatr. 6 (2018) 313.

[27] N. Argov, D.G. Lemay, J.B. German, Milk fat globule structure & function;
nanosciece comes to milk production, Trends Food Sci. Technol. 19 (12)
(2008) 617–623.

[28] C. Bourlieu, M.C. Michalski, Structure-function relationship of the milk fat
globule, Curr. Opin. Clin. Nutr. Metab. Care 18 (2) (2015) 118–127.

[29] Y. Liao, R. Alvarado, B. Phinney, B. L€onnerdal, Proteomic characterization of
human milk fat globule membrane proteins during a 12 month lactation
period, J. Proteome Res. 10 (8) (2011) 3530–3541.

[30] D.A. Jackson, S.M. Imong, A. Silprasert, S. Ruckphaopunt, M.W. Woolridge,
J.D. Baum, et al., Circadian variation in fat concentration of breast-milk in a
rural northern Thai population, Br. J. Nutr. 59 (3) (1988) 349–363.
S39
[31] H. Demmelmair, B. Koletzko, Lipids in human milk, Best Pract. Res. Clin.
Endocrinol. Metab. 32 (1) (2018) 57–68.

[32] Y. Park, M.K. McGuire, R. Behr, M.A. McGuire, M.A. Evans, T.D. Shultz,
High-fat dairy product consumption increases delta 9c,11t-18:2 (rumenic
acid) and total lipid concentrations of human milk, Lipids 34 (6) (1999)
543–549.

[33] K.L. Ritzenthaler, M.K. McGuire, M.A. McGuire, T.D. Shultz, A.E. Koepp,
L.O. Luedecke, et al., Consumption of conjugated linoleic acid (CLA) from
CLA-enriched cheese does not alter milk fat or immunity in lactating women,
J. Nutr. 135 (3) (2005) 422–430.

[34] A.I. Daniel, S. Shama, S. Ismail, C. Bourdon, A. Kiss, M. Mwangome, et al.,
Maternal BMI is positively associated with human milk fat: a systematic
review and meta-regression analysis, Am. J. Clin. Nutr. 113 (4) (2021)
1009–1022.

[35] J.A. Lemons, L. Moye, D. Hall, M. Simmons, Differences in the composition
of preterm and term human milk during early lactation, Pediatr. Res. 16 (2)
(1982) 113–117.

[36] R.G. Jensen, Lipids in human milk, Lipids 34 (12) (1999) 1243–1271.
[37] L.A. Nommsen, C.A. Lovelady, M.J. Heinig, B. L€onnerdal, K.G. Dewey,

Determinants of energy, protein, lipid, and lactose concentrations in human
milk during the first 12 mo of lactation: the DARLING study, Am. J. Clin.
Nutr. 53 (2) (1991) 457–465.

[38] R. Jenness, The composition of human milk, Semin. Perinatol. 3 (3) (1979)
225–239.

[39] D. Ramanan, E. Sefik, S. Galv�an-Pe~na, M. Wu, L. Yang, Z. Yang, et al., An
immunologic mode of multigenerational transmission governs a gut Treg
setpoint, Cell 181 (6) (2020) 1276–1290.e13.

[40] O. Pabst, V. Cerovic, M. Hornef, Secretory IgA in the coordination of
establishment and maintenance of the microbiota, Trends Immunol 37 (5)
(2016) 287–296.

[41] M.W. Russell, M. Kilian, N.J. Mantis, B. Corth�esy, Chapter 21, Biological
activities of IgA. Mucosal Immunology Denmark, Academic Press (2015)
429–454.

[42] Y. Uchimura, T. Fuhrer, H. Li, M.A. Lawson, M. Zimmermann, B. Yilmaz, et
al., Antibodies set boundaries limiting microbial metabolite penetration and
the resultant mammalian host response, Immunity 49 (3) (2018) 545–559.e5.

[43] K.L. Beck, D. Weber, B.S. Phinney, J.T. Smilowitz, K. Hinde, B. L€onnerdal,
et al., Comparative proteomics of human and macaque milk reveals species-
specific nutrition during postnatal development, J. Proteome Res. 14 (5)
(2015) 2143–2157.

[44] B. L€onnerdal, Bioactive proteins in human milk: health, nutrition, and
implications for Infant Formulas, J. Pediatr. 173 (Suppl.) (2016). S4–9.

[45] A. Hoeflich, Z. Meyer, Functional analysis of the IGF-system in milk, Best
Pract. Res. Clin. Endocrinol. Metab. 31 (4) (2017) 409–418.

[46] V. Demers-Mathieu, S.D. Nielsen, M.A. Underwood, R. Borghese,
D.C. Dallas, Analysis of milk from mothers who delivered prematurely
reveals few changes in proteases and protease inhibitors across
gestational age at birth and infant postnatal age, J. Nutr. 147 (6) (2017)
1152–1159.

[47] V. Demers-Mathieu, S.D. Nielsen, M.A. Underwood, R. Borghese,
D.C. Dallas, Changes in proteases, antiproteases, and bioactive proteins from
mother’s breast milk to the premature infant stomach, J. Pediatr.
Gastroenterol. Nutr. 66 (2) (2018) 318–324.

[48] D.C. Dallas, N.M. Murray, J. Gan, Proteolytic systems in milk: perspectives
on the evolutionary function within the mammary gland and the infant,
J. Mammary Gland Biol. Neoplasia 20 (3-4) (2015) 133–147.

[49] D.C. Dallas, C.J. Smink, R.C. Robinson, T. Tian, A. Guerrero, E.A. Parker, et
al., Endogenous human milk peptide release is greater after preterm birth than
term birth, J. Nutr. 145 (3) (2015) 425–433.

[50] S.D. Nielsen, R.L. Beverly, Y. Qu, D.C. Dallas, Milk bioactive peptide
database: a comprehensive database of milk protein-derived bioactive peptides
and novel visualization, Food Chem 232 (2017) 673–682.

[51] A. Gay�a, J. Calvo, Improving pasteurization to preserve the biological
components of donated human milk, Front. Pediatr. 6 (2018) 288.

[52] L. Christen, C.T. Lai, B. Hartmann, P.E. Hartmann, D.T. Geddes, The effect
of UV-C pasteurization on bacteriostatic properties and immunological
proteins of donor human milk, PLoS One 8 (12) (2013), e85867.

[53] R. Contador, J. Delgado-Ad�amez, F.J. Delgado, R. Cava, R. Ramírez, Effect
of thermal pasteurisation or high pressure processing on immunoglobulin and
leukocyte contents of human milk, Int. Dairy J. 32 (1) (2013) 1–5.

[54] T.J. Evans, H.C. Ryley, L.M. Neale, J.A. Dodge, V.M. Lewarne, Effect of
storage and heat on antimicrobial proteins in human milk, Arch. Dis. Child. 53
(3) (1978) 239–241.

[55] J.E. Ford, B.A. Law, V.M. Marshall, B. Reiter, Influence of the heat treatment
of human milk on some of its protective constituents, J. Pediatr. 90 (1) (1977)
29–35.

http://refhub.elsevier.com/S0002-9165(23)01561-7/sref6
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref6
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref7
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref7
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref7
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref7
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref7
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref8
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref8
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref8
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref8
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref8
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref9
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref9
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref9
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref9
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref9
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref10
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref10
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref10
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref10
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref11
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref11
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref11
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref11
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref12
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref12
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref12
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref13
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref13
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref13
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref13
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref13
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref14
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref14
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref14
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref14
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref14
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref15
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref15
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref15
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref15
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref16
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref16
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref16
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref17
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref17
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref17
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref17
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref18
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref18
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref18
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref18
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref19
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref19
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref19
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref19
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref20
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref20
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref20
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref21
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref21
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref21
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref21
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref22
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref22
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref22
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref23
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref23
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref23
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref24
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref24
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref24
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref24
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref25
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref25
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref25
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref25
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref26
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref26
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref26
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref27
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref27
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref27
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref27
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref27
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref28
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref28
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref28
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref29
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref29
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref29
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref29
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref29
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref30
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref30
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref30
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref30
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref31
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref31
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref31
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref32
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref32
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref32
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref32
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref32
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref33
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref33
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref33
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref33
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref33
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref34
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref34
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref34
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref34
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref34
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref35
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref35
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref35
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref35
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref36
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref36
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref37
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref38
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref38
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref38
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref39
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref40
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref40
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref40
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref40
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref41
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref41
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref41
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref41
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref41
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref42
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref42
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref42
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref42
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref43
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref44
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref44
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref44
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref44
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref45
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref45
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref45
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref46
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref47
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref47
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref47
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref47
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref47
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref48
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref48
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref48
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref48
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref49
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref49
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref49
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref49
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref50
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref50
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref50
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref50
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref51
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref51
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref51
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref52
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref52
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref52
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref53
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref53
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref53
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref53
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref53
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref54
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref54
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref54
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref54
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref55
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref55
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref55
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref55


J.T. Smilowitz et al. The American Journal of Clinical Nutrition 117 (2023) S28–S42
[56] S.J. Goldsmith, J.S. Dickson, H.M. Barnhart, R.T. Toledo, R.R. Eiten-Miller,
IgA, IgG, IgM and lactoferrin contents of human milk during early
lactation and the effect of processing and storage, J. Food Prot. 46 (1) (1983)
4–7.

[57] A. Deglaire, S. Oliveira, J. Jardin, V. Briard-Bion, F. Kroell, M. Emily, et al.,
Impact of human milk pasteurization on the kinetics of peptide release during
in vitro dynamic digestion at the preterm newborn stage, Food Chem 281
(2019) 294–303.

[58] C. Ramírez-Santana, F.J. P�erez-Cano, C. Audí, M. Castell, M.G. Moretones,
M.C. L�opez-Sabater, et al., Effects of cooling and freezing storage on the
stability of bioactive factors in human colostrum, J. Dairy Sci. 95 (5) (2012)
2319–2325.

[59] T. Nakanishi, T. Itoh, Studies on the changes of the milk casein by various
treatments, Agric. Biol. Chem. 29 (12) (1965) 1099–1103.

[60] J.C. Chang, C.H. Chen, L.J. Fang, C.R. Tsai, Y.C. Chang, T.M. Wang,
Influence of prolonged storage process, pasteurization, and heat treatment on
biologically-active human milk proteins, Pediatr. Neonatol. 54 (6) (2013)
360–366.

[61] L. Bode, Human milk oligosaccharides: every baby needs a sugar mama,
Glycobiology 22 (9) (2012) 1147–1162.

[62] D.A. Sela, J. Chapman, A. Adeuya, J.H. Kim, F. Chen, T.R. Whitehead, et al.,
The genome sequence of Bifidobacterium longum subsp. infantis reveals
adaptations for milk utilization within the infant microbiome, Proc. Natl.
Acad. Sci. U. S. A. 105 (48) (2008) 18964–18969.

[63] R.G. LoCascio, P. Desai, D.A. Sela, B. Weimer, D.A. Mills, Broad
conservation of milk utilization genes in Bifidobacterium longum subsp.
infantis as revealed by comparative genomic hybridization, Appl. Environ.
Microbiol. 76 (22) (2010) 7373–7381.

[64] K.M. Hunt, J. Preuss, C. Nissan, C.A. Davlin, J.E. Williams, B. Shafii, et al.,
Human milk oligosaccharides promote the growth of staphylococci, Appl.
Environ. Microbiol. 78 (14) (2012) 4763–4770.

[65] A.L. Morrow, G.M. Ruiz-Palacios, X. Jiang, D.S. Newburg, Human-milk
glycans that inhibit pathogen binding protect breast-feeding infants against
infectious diarrhea, J. Nutr. 135 (5) (2005) 1304–1307.

[66] J.T. Smilowitz, C.B. Lebrilla, D.A. Mills, J.B. German, S.L. Freeman, Breast
milk oligosaccharides: structure-function relationships in the neonate, Annu.
Rev. Nutr. 34 (2014) 143–169.

[67] L. Xiao, W.R. van De Worp, R. Stassen, C. van Maastrigt, N. Kettelarij,
B. Stahl, et al., Human milk oligosaccharides promote immune tolerance via
direct interactions with human dendritic cells, Eur. J. Immunol. 49 (7) (2019)
1001–1014.

[68] M.L. De Leoz, S.C. Gaerlan, J.S. Strum, L.M. Dimapasoc, M. Mirmiran,
D.J. Tancredi, et al., Lacto-N-tetraose, fucosylation, and secretor status are
highly variable in human milk oligosaccharides from women delivering
preterm, J. Proteome Res. 11 (9) (2012) 4662–4672.

[69] M.B. Azad, B. Robertson, F. Atakora, A.B. Becker, P. Subbarao, T.J. Moraes,
et al., Human milk oligosaccharide concentrations are associated with multiple
fixed and modifiable maternal characteristics, environmental factors, and
feeding practices, J. Nutr. 148 (11) (2018) 1733–1742.

[70] E. Castanys-Mu~noz, M.J. Martin, P.A. Prieto, 2’-Fucosyllactose: an abundant,
genetically determined soluble glycan present in human milk, Nutr. Rev. 71
(12) (2013) 773–789.

[71] M.K. McGuire, C.L. Meehan, M.A. McGuire, J.E. Williams, J. Foster,
D.W. Sellen, et al., What’s normal? Oligosaccharide concentrations and
profiles in milk produced by healthy women vary geographically, Am. J. Clin.
Nutr. 105 (5) (2017) 1086–1100.

[72] J.C. Davis, Z.T. Lewis, S. Krishnan, R.M. Bernstein, S.E. Moore,
A.M. Prentice, et al., Growth and morbidity of Gambian infants are influenced
by maternal milk oligosaccharides and infant gut microbiota, Sci. Rep. 7
(2017), 40466.

[73] M.D. Seferovic, M. Mohammad, R.M. Pace, M. Engevik, J. Versalovic,
L. Bode, et al., Maternal diet alters human milk oligosaccharide composition
with implications for the milk metagenome, Sci. Rep. 10 (1) (2020), 22092.

[74] O. Ballard, A.L. Morrow, Human milk composition: nutrients and bioactive
factors, Pediatr. Clin. North Am. 60 (1) (2013) 49–74.

[75] J.T. Smilowitz, S.M. Totten, J. Huang, D. Grapov, H.A. Durham, C.J. Lammi-
Keefe, et al., Human milk secretory immunoglobulin A and lactoferrin N-
glycans are altered in women with gestational diabetes mellitus, J. Nutr. 143
(12) (2013) 1906–1912.

[76] E. Goonatilleke, J.T. Smilowitz, K.V. Mari~no, B.J. German, C.B. Lebrilla,
M. Barboza, Immunoglobulin A N-glycosylation presents important body
S40
fluid-specific variations in lactating mothers, Mol. Cell. Proteomics 18 (11)
(2019) 2165–2177.

[77] E. Goonatilleke, J. Huang, G. Xu, L. Wu, J.T. Smilowitz, J.B. German, et al.,
Human milk proteins and their glycosylation exhibit quantitative dynamic
variations during lactation, J. Nutr. 149 (8) (2019) 1317–1325.

[78] B. Lonnerdal, Nutritional importance of non-protein nitrogen, Nestl�e Nutr.
Inst. Workshop Ser. 33 (1994) 105–120.

[79] Institute of Medicine Standing Committee on the Scientific Evaluation of
Dietary Reference I, its Panel on Folate OBV, Choline, The National
Academies Collection: Reports funded by National Institutes of Health.
Edtion ed. Dietary Reference Intakes for Thiamin, Riboflavin, Niacin, Vitamin
B(6), Folate, Vitamin B(12), Pantothenic Acid, Biotin, and Choline,
Washington (DC): National Academies Press (US), 1998. Copyright © 1998,
National Academy of Sciences.

[80] K.L. Houseknecht, M.K. McGuire, C.P. Portocarrero, M.A. McGuire,
K. Beerman, Leptin is present in human milk and is related to maternal plasma
leptin concentration and adiposity, Biochem. Biophys. Res. Commun. 240 (3)
(1997) 742–747.

[81] S.M. Smith-Kirwin, D.M. O’Connor, J. De Johnston, E.D. Lancey,
S.G. Hassink, V.L. Funanage, Leptin expression in human mammary
epithelial cells and breast milk, J. Clin. Endocrinol. Metab. 83 (5) (1998)
1810–1813.

[82] B.E. Young, Z. Patinkin, C. Palmer, B. de la Houssaye, L.A. Barbour,
T. Hernandez, et al., Human milk insulin is related to maternal plasma insulin
and BMI: but other components of human milk do not differ by BMI, Eur. J.
Clin. Nutr. 71 (9) (2017) 1094–1100.

[83] M.F. Italianer, E.F.G. Naninck, J.A. Roelants, G.T.J. van der Horst,
I.K.M. Reiss, J.B.V. Goudoever, et al., Circadian variation in human milk
composition, a systematic review, Nutrients 12 (8) (2020) 2328.

[84] K. Hinde, A.L. Skibiel, A.B. Foster, L. Del Rosso, S.P. Mendoza,
J.P. Capitanio, Cortisol in mother’s milk across lactation reflects maternal
life history and predicts infant temperament, Behav. Ecol. 26 (1) (2015)
269–281.

[85] E.C. Sullivan, K. Hinde, S.P. Mendoza, J.P. Capitanio, Cortisol
concentrations in the milk of rhesus monkey mothers are associated with
confident temperament in sons, but not daughters, Dev. Psychobiol. 53 (1)
(2011) 96–104.

[86] M. Aparicio, P.D. Browne, C. Hechler, R. Beijers, J.M. Rodríguez, C. de
Weerth, et al., Human milk cortisol and immune factors over the first three
postnatal months: relations to maternal psychosocial distress, PLoS One 15 (5)
(2020), e0233554.

[87] A.M. Dettmer, A.M. Murphy, D. Guitarra, E. Slonecker, S.J. Suomi,
K.L. Rosenberg, et al., Cortisol in neonatal mother’s milk predicts later infant
social and cognitive functioning in rhesus monkeys, Child Dev 89 (2) (2018)
525–538.

[88] K.R. Grey, E.P. Davis, C.A. Sandman, L.M. Glynn, Human milk cortisol is
associated with infant temperament, Psychoneuroendocrinology 38 (7) (2013)
1178–1185.

[89] S. Nolvi, H.M. Uusitupa, D.J. Bridgett, H. Pesonen, A.K. Aatsinki,
E.L. Kataja, et al., Human milk cortisol concentration predicts experimentally
induced infant fear reactivity: moderation by infant sex, Dev. Sci. 21 (4)
(2018), e12625.

[90] S. Pundir, Z. Gridneva, A. Pillai, E.B. Thorstensen, C.R. Wall,
D.T. Geddes, et al., Human milk glucocorticoid levels are associated with
infant adiposity and head circumference over the first year of life, Front.
Nutr. 7 (2020) 166.

[91] J. Hahn-Holbrook, T.B. Le, A. Chung, E.P. Davis, L.M. Glynn, Cortisol in
human milk predicts child BMI, Obesity (Silver Spring) 24 (12) (2016)
2471–2474.

[92] J.M. Spahn, E.H. Callahan, M.K. Spill, Y.P. Wong, S.E. Benjamin-Neelon,
L. Birch, et al., Influence of maternal diet on flavor transfer to amniotic fluid
and breast milk and children’s responses: a systematic review, Am. J. Clin.
Nutr. 109 (Suppl_7) (2019) 1003S–1026S.

[93] G.K. Beauchamp, J.A. Mennella, Early flavor learning and its impact on later
feeding behavior, J. Pediatr. Gastroenterol. Nutr. 48 (Suppl. 1) (2009).
S25–30.

[94] A. Tsopmo, Phytochemicals in human milk and their potential antioxidative
protection, Antioxidants (Basel) 7 (2) (2018) 32.

[95] L. Bramwell, A. Fernandes, M. Rose, S. Harrad, T. Pless-Mulloli, PBDEs and
PBBs in human serum and breast milk from cohabiting UK couples,
Chemosphere 116 (2014) 67–74.

http://refhub.elsevier.com/S0002-9165(23)01561-7/sref56
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref56
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref56
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref56
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref56
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref57
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref57
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref57
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref57
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref57
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref58
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref59
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref59
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref59
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref60
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref60
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref60
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref60
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref60
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref61
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref61
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref61
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref62
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref62
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref62
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref62
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref62
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref63
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref63
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref63
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref63
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref63
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref64
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref64
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref64
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref64
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref65
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref65
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref65
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref65
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref66
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref66
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref66
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref66
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref67
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref67
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref67
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref67
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref67
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref68
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref68
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref68
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref68
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref68
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref69
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref69
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref69
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref69
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref69
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref70
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref70
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref70
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref70
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref70
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref71
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref71
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref71
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref71
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref71
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref72
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref72
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref72
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref72
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref73
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref73
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref73
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref74
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref74
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref74
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref75
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref75
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref75
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref75
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref75
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref76
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref77
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref77
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref77
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref77
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref78
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref78
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref78
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref78
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref79
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref80
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref80
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref80
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref80
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref80
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref81
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref81
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref81
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref81
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref81
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref82
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref82
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref82
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref82
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref82
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref83
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref83
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref83
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref84
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref84
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref84
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref84
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref84
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref85
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref85
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref85
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref85
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref85
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref86
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref86
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref86
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref86
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref87
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref87
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref87
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref87
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref87
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref88
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref88
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref88
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref88
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref89
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref89
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref89
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref89
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref90
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref90
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref90
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref90
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref91
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref91
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref91
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref91
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref92
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref92
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref92
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref92
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref92
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref93
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref93
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref93
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref93
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref94
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref94
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref95
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref95
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref95
http://refhub.elsevier.com/S0002-9165(23)01561-7/sref95


J.T. Smilowitz et al. The American Journal of Clinical Nutrition 117 (2023) S28–S42
[96] H. Matovu, Z.M. Li, B. Henkelmann, S. Bernh€oft, M. De Angelis,
K.W. Schramm, et al., Multiple persistent organic pollutants in mothers’
breastmilk: implications for infant dietary exposure andmaternal thyroid hormone
homeostasis in Uganda, East Africa, Sci. Total Environ. 770 (2021), 145262.

[97] N. Iszatt, S. Janssen, V. Lenters, C. Dahl, H. Stigum, R. Knight, et al.,
Environmental toxicants in breast milk of Norwegian mothers and gut bacteria
composition and metabolites in their infants at 1 month, Microbiome 7 (1)
(2019) 34.

[98] F.M. Rebelo, E.D. Caldas, Arsenic, lead, mercury and cadmium: toxicity,
levels in breast milk and the risks for breastfed infants, Environ. Res. 151
(2016) 671–688.

[99] Drugs and lactation database (LactMed) – cannabis [Internet], National
Institute of Child Health and Human Development, Bethesda, MD, 2021.

[100] Drugs and Lactation Database (LactMed) – Alcohol, National Institute of
Child Health and Human Development, Bethesda, MD, 2020.

[101] C. Chomchai, S. Chomchai, R. Kitsommart, Transfer of methamphetamine
(MA) into breast milk and urine of postpartum women who smoked MA
tablets during pregnancy: implications for initiation of breastfeeding, J. Hum.
Lact. 32 (2) (2016) 333–339.

[102] F. Hassiotou, D.T. Geddes, P.E. Hartmann, Cells in human milk: state of the
science, J. Hum. Lact. 29 (2) (2013) 171–182.

[103] J.F.M. Martin Carli, G.D. Trahan, K.L. Jones, N. Hirsch, K.P. Rolloff,
E.Z. Dunn, et al., Single cell RNA sequencing of human milk-derived cells
reveals sub-populations of mammary epithelial cells with molecular signatures
of progenitor and mature states: a novel, non-invasive framework for
investigating human lactation physiology, J. Mammary Gland Biol. Neoplasia
25 (4) (2020) 367–387.

[104] J.E. Williams, W.J. Price, B. Shafii, K.M. Yahvah, L. Bode, M.A. McGuire, et
al., Relationships among microbial communities, maternal cells,
oligosaccharides, and macronutrients in human milk, J. Hum. Lact. 33 (3)
(2017) 540–551.

[105] A. Riskin, M. Almog, R. Peri, K. Halasz, I. Srugo, A. Kessel, Changes in
immunomodulatory constituents of human milk in response to active infection
in the nursing infant, Pediatr. Res. 71 (2) (2012) 220–225.

[106] D.L. Bryan, P.H. Hart, K.D. Forsyth, R.A. Gibson, Immunomodulatory
constituents of human milk change in response to infant bronchiolitis, Pediatr.
Allergy Immunol. 18 (6) (2007) 495–502.

[107] F. Hassiotou, A.R. Hepworth, P. Metzger, C. Tat Lai, N. Trengove,
P.E. Hartmann, et al., Maternal and infant infections stimulate a rapid
leukocyte response in breastmilk, Clin. Transl. Immunology 2 (4) (2013) e3.

[108] N. Ninkina, M.S. Kukharsky, M.V. Hewitt, E.A. Lysikova, L.N. Skuratovska,
A.V. Deykin, et al., Stem cells in human breast milk, Hum. Cell 32 (3) (2019)
223–230.

[109] N. Goudarzi, R. Shabani, M. Ebrahimi, A. Baghestani, E. Dehdashtian,
G. Vahabzadeh, et al., Comparative phenotypic characterization of human
colostrum and breast milk-derived stem cells, Hum. Cell 33 (2) (2020) 308–317.
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